( j>jn 0 3 20C2 * \ 



( 1 ) GENERAL I N FORMATION U 



•>' 



v SEQUENCE LISTING 



( l } APPLI CANT : TSYRDOVA, IRENA 

WO'LPE, STEPHEN D. 

(n) TITLE IF INVENT I ON : INHIBITOR OF STEM CELL PROLIFERATION AND 
USES THEREOF 

[ill) NUMBER 'IF SEQUENCES: F S 

(iv) corres f gnden oe aocress : 

ioo a: : f.esses : n : :•: : : : & vanoerkye p.c. 

MS .M'RF.ET: i 1 ') I' NOF.TH OLE BE -.GAD 

i CITY : AF LI NOR ON 

i R) STATE : VIF.SINIA 

i E ) 01 UNIT. Y : U.S.A. 

IF) SI i : • CSJl -4^4 

(v) CO'ME'UTEF REARABLil FOF.M: 

(A) MEDIUM TYPE: Fl :-ppy k 

(B) CIME'UTEF: IBM PC compatible 

i ;■) OF EP.AT I NO SYSTEM: PC -D'l S / MS-DOS 
(IS SOFTWARE: MS \\ T :-rci 



(A) AF FBI I'A'I BIN U'lMRER: US Ob'022, 441 



( B ) F I 1. 1 N 0 i: AT E : 



■1907 



I (I F AF E L I CAT BON I ATA : 



A) AF F PI CAE! ON : 
0 ) EI LINO FATE : 



00MF EF. : US 08/627, 17; 
: ? -APF - 1906 



INFORMATION FOR SBC ID NO : 1 : 



(l ) SEQUENI'E CHAR ACTS FO ST I CS : 



O 



1 Y F'E : am 



a:: nr. : acL<: 



SI RAN0D0ME S3 : 



[ ii ) KC I FCULE TYF'E : : er : lie 
Mil) SE-MSENOE DES'ORI PTB0N: SSQ ID NO : I : 
Phe 0 r Hi.: F he Asp Leu Ser His Gly Ser Ala Gin Val 



[NFORIIATION FIR SEQ 10 NO : 2 : 

ii ) semoenoe characteristics : 

(0C LOR UIH: 15 .firmi; :> acid; 

( B ) TO' F'E : arnin a : id 

( 0) STRANDSDNESS : 

(D) TOPOLO'GY: linear 



l 



Cys 



0~'LECHLE TYPE: peptide 

^EOUENCE DESCRIPTION: SEQ ID N'D : 2 : 

Y\e ?.:"■: His Phe Asp Leu Ser Hi= Gly Ser Ala Gin Val Cy: 
: 10 15 



INFORMATION FZK SEC I D S 0:3: 

Oi) 2E0UEN0E CHARACTERISTICS: 

(A) HENOCH: JO amir; d a -ids 
i F. i TYPE: amir;- a? id 
(O stpacodecness : 

(D) CCPArOOY : lir.-: ^ 



(li) IIOOECUPE Y Y P;: 



r er t i de 



(Ki) SEQUENCE OEoCPIE'TI :C: YE 0 ID N0:3: 

Asr ;l; Le- TPr Asr. Al 3 Val Ala Hi = Val Asp Asp Met Pro Asn Ala 
1 * 0 10 15 

Leu Ye r Al a 



2) INEOFMA 



on pot 



i ) Y EO'UEI I OE CHARACTER I YT I C3 : 

(A) LENOCH: 1~ amir, d acids 
(E) TYPE: ammo acid 

(■:.) stpanee:oness : 

( ;0 ) CO F'Y TO OY : 1 1 ne :i r 



HO OEO'UDF 
(xi ) YECUENCE 



■ ; E: peptide 

COR I PTIO'N : SEC ID NY : 4 : 



Val Val Tvr P t .. Trr_ Th: 



;in Ar: Phe 

10 



(2) INFORMATION FY R 



: D i; 0:5: 



;l ) YEvUEIJOE CHAFAO'TER I :?T I CS : 
A ) L EN OT ' H : 0 a rru r. ::■ .acids 
E> ) TY PE : 3 mi nc acid 
0 ) ST RAJ II ;o:ONEYS : 
D) TO'POLOOY: linear 

(li) MOLECULE TYPE: peptide 

(::i ) SEQUENOE PES CP. I PTI 0!' : 3E o IP NO: 

Lej Val Val Tvr P i :> Trr Thr Gin Am 



(2) INFORMATION FIR SEC ID NO 1 : 6 : 



(]! EEQuENOE CHAFACTERI3TIC3 : 
(A) LENGTH: 8 ^rnin: a -ids 
( Ei ) TYPE : anun :■ a z 1 i 
(■::) 3TFANDEE>NE3S : 
( Z> ) T7 P I L I 3Y : 1 ir.e fj r 

(n) rlEEEZDLE TYPE: p^pcide 

(xi) EEd'UENOE DE3CPI PTION: 3ZQ ID NO : 6 

Leu Val V.-.I Tyr Pr-: Trp Thr Gin 



(2) INF I'FJ'-IATIO! I FIF: 3EQ id no : 7 

;i) eetueei:e deafy-oief. i oti 

(A) EENETE: " am:::: a 

(ED TYPE: iiui r. : arid 

( :) 3TFA2 JI E F'KEDS : 

( Z>) 72 PI EI EY : 1 inea r 

MZ'LEEVLE TYPE: peptide 

(xi) DE< k 'UE:I2E Z'ED'DvI PTI2K: 3E2 ! ID Nj:7 

Leu v a l v .\ 1 Tyr P : ■: Tip Thr 




; i ) SEd'UENOE OHAF:AOTEF. I DTIOS : 
(A) LENGTH: <: smir.o acids 
( 5 ) TY PE : sin.: r. : a : id 
(C) ETPAMZ'EI'NEEE : 
( Z2 72 PI L2 3Y : 1 ira:-a r 

(:i) 122 EE CD EE TY PE : peptide 

(xi) de2'Ue:j:e F'Eecf. i pti ek: 3E2 1 id ne:8 

Leu \'5 1 7 2 Tyr Pi: Trp 



(2) inf-:ri--iatio:j f:f. 



ID X2 : 9 : 



(1) 2 E7'DE] I ?E 2HAF77TERI3TI 73 : 
(A) EE N 7T H : r " a mi r. j a:iis 
( Ei ) 'FY I E : 5 in:: a :■ a : id 

(Ed TV PEE: EY : I Lnear 

Ui) IlZLECdZE TYPE: p.epoiaie 

(xi) SEgUENOE DE30PIFTIEN: SEE ID NO:: 



Leu v al Val Tyr Pro 
1 2 



I N E 7RP1ATI IN F~V. SEQ ID NIOIC: 

(l) SEQUENCE CHARACTERISTICS: 
(A) EENOTH: 7 am: :i :■ acids 
(EC TYPE: ami.x: a:id 
(C) STEANDE7CJESS : 
( P ) TO I 7 PC -3Y : 1 l nea r 

(li) MCPE7UPE TYPE: repMide 

(xi) SECUENCE PESCT IPTICN : 3EQ ID NT: 10 

Val Vai ly: rr: Ttp TP: 31 x 



;i) SEQUENCE CHAr ACTERISTICS : 
(A) LEN3TH: 7 ami: - :: arias 
( E ) TYf E : ami n: acid 

( 7 ) TOFC 77 3Y : 1 mea r 

(li) MC7E7NIE TYRE: prp::ie 

(xi) . •£ LVEN 7- PET77- T PTI7P : 7" E 7 ID N7 : 1 1 

Tyr Pre I::;: The C.l x Ai c Pnc 



INFORMATION EC R SE'i 



[7' 77: : 



:E0TEI JCE CHA.FAjC.TEF' I 3 TITS : 
(A) EENRCH: amix: arias 
(EC TYI E : a mix: acid 

(C) straniedness : 

( :■) T : I OPCOY : line :i r 



(li) I-I7 



-U ^.r. 



r r T t:? t t 



ID N7 : 12 



Tyr Pi':' Trp Txr 7Px Arc 



(2) INFORMATION F7 



7 ID 



1 



(l) SEQUENCE OHAR/vCTEF ICTI 7S : 
(A) DEN 3TH: 7 amir.: a::i^s 
i 7 ) TY PE : urn n :■ arid 
i 7) ; ; 1 P7777EPNEE S : 
i D ) T 7P 7], 7 3Y : 1 ixea i 

M7 EE 7U EE TYPE: peptide 



(xi) EE E'UENCE DESCEIPTIIN: SEE) ID MR: 13 



4 



INF ORMATI Jll E OR SEQ ID N 0 : 1 4 : 

(l) SEl'UENOE CHARACTERISTIC: 
(A) IjiN^TH: 6 anuri:- a: ids 
( B ) CY E'E : am . no a ?. i d 
(C) STRAS:DEDUESS : 

( R) j EC I.j I: RY : linear 



mole:" 



I XI , 



"Y RE : : • l 

SCEIRTI ON: SET> ID NO: 14 



Aro Me: Tlx Met E Re Ar- 
i " 0 



INFORMATI ON E 
( i ) 



ID NO: 1: 



l^uhnnce chaf a oter i st ics : 

(A) REN 3TH : 4 2 : kaie pai rs 
( E- ) TY E'E : na : Lei.? a - Ld 

CO) r:ESO0 3Y: lir.»-3r 



(11) M0RE0RO.E TYPE: DNA i genoin L 3 ) 

(xi) SEvUENRE INSCRIPTION: SEC 1 ID NO: 15: 



gt3ctgtctc ctc 30' 3acaa sac :aa : 3tt a 

g:tggcgagt at 3 :;t 3 :n;-ga -o^octrrao a 

as::ta:ttcc cg:acttcga o:ctrao:-rr: r 

vAA-j'Rr .j'j 1 ^ ; _ '.r Ao j" o ^ I '.*Al. 1 . AA„-ei _ jT 1 :- j.- 

TCCGC RO'ROA 3C 3A0" 71 G'I'A d'G T 30'A RAAC- 3 

otaarocaco 1 3c rcs-cio-GT oacco'tggcc r 

gtgca3Go::t 3CCtggacaa 3TT :ctrgct t 

CGT 



:ggc 



CAO 



GCGCAC 
ACCAA3 



3 3CCRC3T GRCGTAAGGT 
CATGTTCC T 3TCCTTCC z 
ZTC^ZCZC ARGTTAAGG 3 CCACGGCAA 
RCACRTRG A3GACATGC3 
E3GG RT 3G ACCCGGTCAA 
:CACCTCC CCGCCGAGTT 
rGTGAG 3 A CCGTGCTGAC 



ct>: 



CCTGCG 
AAATAC 



60 
120 
18 0 
240 
3 0-0 
360 
42 0 
423 



(2) INFORM 



SER ID NO : I. 



(1) 2 EC CENCE CHAESvRIEF 1ST I 3S : 

(A) REN3TR: ..4 1 ami., no a rids 
RE; TYPE: nc - 7 :.d 

( :) rtrandedness : 

( D ) TO PS 100 3 Y : 1 me i r 
(li) MOLECVEE TYRE: peptide 
(xi) SECUEN3E DESCRIPTION: SEC ID NO: 16: 



va^ Leu sei r ro m^u 
1 b 

Val Gly Ala His Ala 
2 0 



Lys Thr Asn Val Lys Ala Ala Trp Gly Lys 



/r Gly Ala Slu Ala Leu Glu Ar j Met 



25 



3 0 



Phe Lei Ser Phe Pr: Thr Thr Lys Thr Tyr Phe Prj His Phe Asc Leu 



4 3 



4 5 



Ser Hls Sly Ser Ala ^1l Val Lys Sly His Sly Lyi Lys Val Ala Asp 



5 5 



Ala Le^ T:ir Asr. Ala Val Ala His Val A;p 

C5 7 0 



A s p Me Pro As r. Ala L e u 

7 5" 8 0 



n 1 - r.. 



Asp Leu His Ala His Lys Lea Ar: Val As^ Pr: Val 
8 5 9 J 9 5 



Asn Phe Lys Leu Leu Ser His Sys Leu Leu Val Thr Le. Ala Ala His 



10 5 



11C 



. u Phe Thr Pr? Ala Val His AU Ser Leu Asp Lys Pht 



115 



12 0 



1 3 C 



12: 



Leu Al3 Ser V a 1 Ser Thr Val Leu Thr Ser Lys Tyr- Ar? 



14 ? 



(2) in format i 5n fs r sev id no: 17: 
( l) seouen:e :-harasteristi :s: 

(A) LFNSTH: 4=8 base pairs 

(•:■) TYPE: nurleic a:id 

( b) STRMOSELNESS : s male 

(SO TOPOLOGY : linear 

(11) MOLEMJLE TYPE: DNA (^enomi:) 

(xh SECVENCE LE3CS1PTL7N: SEO ID NO: 17: 



' SOS STTACT SCl 
'AG 7 STGCTG3T': 



GTGCACSTGA M SGTGA'SGA SAAST 

GATGAAGTTG jT 3GTGAGGC 7CTGC 

TTCTTTGAGT SCTTT 3 10 SA TOTGT 7 SACT 3CTGAT SCT 

AAGGCTOATG GCAAGAAA3T SCTOSS'ISC:: TTTAGT SAT 

CTGAAGGGCA OOMTTG MAC AOTGAGT3A3 7TGCACTGT 

GAGAACTTCA GG7TGCTGGG CAACGTG3TS 3TCTGTGTG 

GAATTOAOCC OAOOASTOCA 3GCTGC 7 TAT SAGAAAGTG 

CT'jGSC ..A OA A 1 VI AT ZA 



: tstgssgoaa ggtgaasgtg 00 

0 total :tttg gacccasa sg 12 0 

0 ttat sggcaa occtaaggtg 100 

3 g:ctssctoa OOTGGAOAAO 240 

3 acaas:tgca cgtggato:t 300 

: tsgc7satca ctttggsaaa 3 00 

s tsgctsgtgt ggctaatg 7c 42 0 



(2) INFORMATI SIJ F7G: SEO ID NO: 13: 
( 1 ; SEQUEN 3E 7HARA 7TERI ST I S3 : 



6 



( A ) LENGTH : 14 6 ami n o acids 

(P., ;"" ' PK : aunno acid 

(C) stry^ndedmess : 

( I ) TC PC'LC GY : 1 linear 

(11) MCLEGULE TYPE: peptide 

(xi) SECUENGE DESCRIPTION: SEQ ID NO : 1 8 : 

Val His Leu Thr Pro Glu Glu Lys Set Ala Val Thr Ala Leu Trp Gly 

7 10 15 

Lys Val 7a sr. Val 7-.sp Glu Val Gly Gly Glu Ala Leu Gly Arg Leu leu 
7 0 * 2 5 3 0 

Val Val Tyr Prr Tip Thr Gin Arg Phe Phe Glu Ser Phe Gly Asp Leu 
3 7 ' 40 ^ 4 5 

Ser Thr Pr : Asj: Ala Val Met Gly Asr Pro Lys Val Lys Ala His Gly 
5 0 1 5^ 6 0 

Lys Ly.: Val Leu. Gly Ala Phe Ser Asr Gly Leu Ala His Leu Asp Asn 
65 "70 75 30 

Leu Lys Gly Thr Phe Ala Thr Leu Ser' Glu Leu His Gys Asp Lys Leu 
■:5 70 95 

His Val Asr Pr- Glu Asr. Pre Arg Le^ Leu Gly Asn Val Leu Val Gys 

1 0 [ 10= no 

Val Leu Ala Hi, His Phe Gly Lys Glu Phe Thr Pro PrD Val Gin Ala 
11: 120 125 

Ala Tvr 71 r. Lys Val Val Ala Sly Val Ala Asn Ala Leu Ala His Lys 
iVi 115 140 

Tyr His 
- 4 s 



II J FORMATI71I FOR SEQ \j NO : 1 ? : 

l ) sequence character isti GS : 

70 LEN7TH: 14] amnj a:ids 

E») TYPE: a mint aria 1 

7) STFS-rNPEPNE SS : 

L) T 0R0L 0 3Y : 1 mea r 

Ui) MOLEOULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEi 1 ID NO: 19: 

Val Leu Ser 31 v 31 J Asp Lys Ser Asn He Lys Ala Ala Trp Gly Lys 
1^5 10 15 

He Gly Gly His 31/ Ala Glu Tyr Gly Ala Glu Ala Leu Glu Arq Met 

2 0 2 5 3 0 

Phe Ala Ser Phe PrD Thr Thr Lys Thr Tyr Phe Pro His Phe Asp Val 
3 5 4 0 4 5 



7 



•r His Gly 7 < • ; Ala Gin Vail Lys Gly His Gly Lys T,ys Val Ala Asp. 



Ala Leu Ala Ser Ala Ala Gly His Leu Asp Asp Leu Pro Gly Ala Leu 
v 5 7 0 7 5 8 J 

Ser Ala Lea Ger Asp Leu His Ala His Lys Leu Arq Val Asp Pro Val 

& 5 ?0 3 5 

Asn Phe Lys Leu Le - Ser His Gys Leu Leu Val Thr Leu Ala Ser His 
1 j 0 1 J I: 1 1 : 

His Pr: Ala Asp Phe Thr Pro Ala '/al His Ala Ser Leu Asp Lys Phe 
1.5 120 115 

Leu Ala Ser Val Ser Thr Val Leu Thr Ser Lys Tyr Arq 

^ 3 c 14 0 



(2) INFORMATION FOR SEQ id NO : 2 C : 

;.i ) seouen:e characteristics : 

(A) LENGTH: 14 6 amiho a:ids 

( E ) T Y PE : ami no a:i d 

( :) STRAN2-EDNESS : 

( D) TOPOLOGY : 1 mea r 

(n) IO0LE7ULE TYPE: pepoide 

(xi) SE<;UEN:E DESCRIPTION: SE'2 ID NO: 20: 

Val His Leu Thr Asp Ala Slu Lys Ala Ala Val Ser Gys Leu Trp Gly 

10 15 

Lys Val Asn Ser Asp Glu Val. Gly Gly Glu Ala Leu G.. y Ara Leu Leu 

2 0 ' 2 .5 3 0 

Val Val Tyr Pre Trp Thr 3Ln Are; Tyr Phe Asp Ser Phe Gly Asp Leu 
': 5 4 0 4 :: 

Ser Ser' Ala Ser Ala lie Met: Gly Asn Ala Lys Val Lys. Ala His Gly 

: 5 5 c> 0 

Lys Lys Val He Thr Ala ?:ie Ash Asp lly Leu Asn H : s Leu Asp Ser 

o5 7 0 7 5 8 J 

Leu Lys Gly Thr Phe Ala Ser Leu Ser Mlu Leu His Gys Asp Lys Leu. 

3 5 10 9 5 

ilrs Val Asp Pre Glu Asn Phe Arej Leu Leu Gly Asn Mec He Val He 
1 0 : 10 5 11 0 

Val Leu 3ly His His Leu Gly Lys Asp Phe Thr Pro Ala Ala Gin Ala 
115 12 0 12 5 

Ala Phe Gin Lys Val Val Ala liy Val Ala Thr Ala Leu Ala His Lys 
120 13 5 140 

Tyr- His 
1 4 5 



8 



ri on fjR seq in no : . 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 1 ami n j a -ids 
! 5 ) TYPE : amino a :: i j 
( ~ ' ) G T I A 21 DEL N ECS: 
(C) TOPOLOGY: linear 

(11) MOLECULE TYPE: peptide 

(xi) SE^UENOE DESCEI PTI ON: 3E-2 ID N0:21: 

VaL Le. Cer Air. Ala Ast Lys Ala Asn Val Lys Ala Ala Trp Gly Lys 

1 : I J 1- 

Val Gly OCy Gin A.l a Gly Ala His Gly Ala 301 u Ala Leu Glu Arg Met 
CO ^ 2 5 3 0 

Phe Leu OCy E'he Pro Thi Tr.r Lys Thr Tyr Phe Pro His Phe Asn Leu 

; -■ 4 ';• 4 0 

Ser Hi.: Gly Cer A.:p' 'Oln Val Lys Ala Hi s Gly Gin Lys Val Ala Asp 
0l ' 0 0 60 

Ala Leo. The Lys Ala Val Gly His Leo Asp Asp Leu Pro Gly Ala Leu 

65 70 75 80 

Ser Ali I.- j Cer Aj: Lea His Ala His Lys Leu Ara Val Asjl Pre Val 

0 0 9 0 9 5 

As:i Phe Ly = Leu Leu Ser Hi .r Z\/s Leu Leu Val Thr Leu Ala Ala His 

1 0 : 1 0 ; 1 1 C 

His Pre Asp Aso Phe Asn Pro Ser Val. His Ala Ser Leu Asp Lys Phe 
11: ' 10 0 12 5 

Leu Ala Asn Val Ser Thi Val Leu Thr Ser Lys Tyr Arg 

1 1 0 1 0 .*: 14 0 



INEORMAT 1 0 II E0R SET' ID !O0:22: 

;i ) £E';-J"TJ:e CHARACTER I CTICS : 

(A) LENGTH : .1 4 -0 arr.ine au.ods 
( ■:■ ) TY E'E : aiur.c a :oid 
( I") STRANDELNESS : 
CO TOPOLOGY : linear 

(ii) MOLE VOL E TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID N : 20 : 

Val His Leu Ser Ala Glu Glu Lys Glu Ala Val Leu Gly Leu Trp Gly 



Lys Val Asn 0'a 1 Asp> Glu Val Gly Gly Glu Ala Leu Gly Arc: Leu Leu 

2 0 2 5 0 0 

Val Val Tyr Pro Trp Thr Gin Arg Phe Phe Glu Ser Phe Gly Asp> Leu 
0 0 4 0 4 5 



9 



oer Asn Ala Asc Ala Val OP.-:. Gly Asn Pro Lys Val.. Lys Ala His Gly 

5 0 5 5 6 0 

Lys Lys Val Leu Gin :?er Phe Ser Asp Gly Leu Lys His Leu Asp Asn 

G5 ' 7 0 7 5 8 0 

Leu Lys Gly Thr Phe Ala Lys Leu Ser Glu Leu His Cys Asp Gin Leu 

3 5 9 0 9 5 

His Val Asp Frc Glu Asn Phe Arg Leu. Leu Gly Asn Val lie Val Val 

:o: 105 no 

Val Leu. A] a Ar^ Arg Leu Gly His Asp Phe Asn Pro Asp Val Gin Ala 



Ala Phe Gin Lys Val Val Ala Gly Val Ala Asn Ala Leu Ala His Lys 
I : -I 13 5 14 0 

Tyr His 
14: 



INFORMATION FC P SEQ ID NO : 2 3 : 

. i ) pegupn ::e gharagter ipt igs : 

(A) LEN ?TH : 2 3 anun acids 

V:) TYPE: a nine aci" 

(. 0.) PTRP'TPOEO'NESG : 

i. P ) TOT 0 L I GY : 1 me a r 

(ii) MO.:.e:ULE TYPE: peptiie 

(xi) PEG'UENOX DESGF. rPTIO-N: 3EQ ID NO: 23: 

Val Hi.i Leu. O'er Al = 01 a 01 u Lys Glu Ala Val Leu Gly Leu Trp Gly 

r 10 15 

Lvi Ve:1 Asn Val Aso 01 u Val 



INFORMATION FOP SET) JP Nj:24: 

.; i ) proven :e :;kara :ter r ot r zs : 

A) LEN0TH: 1j ami a d acids 

P. ) 7 Y E P : ami no aril 

0) GTFANPEDNEP3 : 

1' ) T OP 0L PGY : linear 

Ui) HOLEOULE TYPE: p-eptile 

(xi) SEPU0N0E DESCRIPTION: SE~ IP NO: 24: 

Val Leu Per Ala Ala Asp: Lys Ala Asn Val Lys Ala Ala Trp Gly Ly; 
1 5 in 15 

Val Gly Oly Gin 

20 



10 



l in r i .. ru*'iH'i 



N'l 



; l ) EE2UENEE CHAPAGTERIETIE'S : 

(A) LENGTH: 1 1 amir. 3 acids 

(E) TYPE: amine arid 

(E) STFANDEDNE3S : 

CI ) 'APOLOGY : linear 

(ii) MEAEl'ULE TYPE: peptide 

(XI) EE'IEEEEE EE3CPIPTI2M: SEQ ID TIE: 25: 



Phe I'r: th 



Sor His G^ y Ser Asp 

10 



Gin Val Lys 



(2) INFE-RMATIEN E 1 11 3 El 1 ID ME : 2 



(i ) 2eiieen:e charaeter igtigs : 



(A) LIN y. 

(R) TYPE: 

(22 STFAJ 

( i ) 22: p : : 



t: amir.: acids 
iiino and 
DNE2 3 : 
G' : .1 ir/r a r 



(li) 1I2LE:u1E TYPE: peptide 
(XI) 2E:iini:E EEEGRIPTIEN: IE!' ID N2 
Val Val Fyr r : :• Tip Thr lln Arg 



26: 



(2) INFERI-IATI IN F:i 3 E Q ID XI : 2 7 : 

; i ) EE iuei: :.e ghegraeter let i :s : 

(A) LEKETH: 4 situ ;\ : in^s 
( E ) TYE E : ami :i :■ and 

( :) etfandeeiieee : 

( :j) TIG : ll GY : Linear 
(li) II E EE I' U EE TYPE: peptide 

(xi; xe:ue:;::e :: eegr r pti : n : eei id n; 

Ty r Pr : Try. Th 1 



INF ERI-IAT1GN EEi 

(i) EEIUEID'E i 
I A) LENE r 
(&) TYPE 



■ l ^ i> : ^ : : 

:HARAETER.IETI ES : 
"H: 1 1 arrdn:.' a rids 
ax n :■ a 1 l :i 



' C ) : iTP GNGEENE23 : 

( D ) r r jp EL 2 EY : I ir.ea r 

(11) IIELEEULE TYPE: peptide 

(XI) 3EQ'EIEN:E DESEEIPTIEN: S E 1 ID U0:2i 



'rvr 



(2) INFORMATION F2 R 3EQ ID NO: .29: 

( 1 ) REyUENOE 0OHAPAj0TEF.I3T.ICS : 
(A) LENGTH: 2 ami n : acids 
( E ) TYPE : anil no a :i i 
i 2 ) 3TRANPEP0;E3S : 
(22 7M2 12 OY : I ir.e.r. r 

MOOEOMPF. TYPE: peptide 

(xi) rtouenoe Dioooo.iPTDON: 3Ey id no: 29 

GI\ Oys : ; : Tyr 



(2) INFORMATION I-'II-. 3Ey ID X I : 3 9 : 



[ii 3E2UEN0E 

(A) ten 



APACTEF I 3 TICS : 
: 2 amir.:- acids 
( E ) TYPE : inun: and 

( : ) stpaj:*: edo2D3S : 

( !" ) T04' MO 2Y : 1 me i r 
Ui) MOOEO'lJL.E TYPE: peptide 
(xi) SEQUENCE DES0OIPTI09M 3E0 ID NO : 3 0 
Gly D:m Tyr 



(2 ) INFO F.I-LAT ION 



ID N 0:3; 



(1) 3E2UEN0F: OHAFA.CTEF I 3TI3S : 
(A) DENOTE: =mir. :■ arias 
( E } TYPF : = a-ri d 

C9 TOPOCO OY : linear 

(ii) MOLEMJPF OYrE: peptide 

(xn SEQUENCE 00DO9P.IPTI ON : 3 Ey ID NO:31 

Ly.= Met Tit Met Phe Aiyj 
l" 9 



INFORMATION FOR 3Ry ID MO: 32:: 

(1) J2 t !U2N0E 02AT;A0TEF r :-TI 03: 
(2-3 EENOTH: 3 .mm: and; 
( R ) TYPE : a nun o a :ii 
( O) 3 T KAN DEDNE S3 : 
(D) T0P9L93Y: linear 

in) M9LE0ULE TYPE: peptide 



3E2UEN:E DE3CF.I FT 



1 Ji-t . iD L 



Vdl Ar:: Ar g Met PFe Gl; 
.L ? 



(2) INFORMATION FOP 3FG ID N P : 3 : 

;i) fe^uenoe ghafaotepo ftigs : 

(A) IjiN}TH: «: ami::: a :.ids 

( I") 3TPANDE PNE33 : £ mirl- 
(F) 7 F: :.: G : lir.- : ==r 

(11) PIOFEONLE TYPE: peptide 

(XI) FEO'UENOE : 'F3 -}■ I PTION: 3E0 ID NO:33: 

Phe Tea :G.v F::e Pr: TP:: 



2 ) INFORPLATI 



UD 
(:-X) 



C ) 

mole-: 

(A) 



01 FOr 3EG 10 -0: 3 4 : 

::r:-E ghapaote p. i ft i gs : 
LENGTH : •: .amino acids 
TYPE : am: ::o . :a J 
3TFANPFPNP 33 : = Ln ?1- 

o: pop:: py : .1 .1 r,:ar 



JLE T' 



. ide 



EY : Ko:,: f Led-.-.-i te 

at 1 

rip INFORMATION : / pr :duct= "prosit ion 
:1a;: el- Xaa 
/no:e= "pyroGln" 



3ECUi 
(Mr: ; 



lv I FT I ON : 3E: 



NO : 3 4 : 



(2) INFC RELATION 



!!■ Nl : 3:: : 



FvUENOE CHARAGTEP [3TIGS : 

(F) TYPE: 3 r:i - ■: a: Li 

(G) 0TRAGOEPNE33 : single 
IE ) TO PO :0 OY : 1 1 r.eat 



feat: 

(A) 
(F) 
(D) 



iif ied-.,i te 



nanie/fey : 
fo gat i -fn : 1 

OTHER INFORMATION: 



pr;du::t = "position I" 
lakel= Xaa 
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'note- "M-Ac^tyl3er" 
(xi) SEQUENCE DESCRIPTION: 3E(.) ID NO: 35: 
Xaa Asp Lyo Pr: 

(2) INFORMATION FOR 3EQ ID NO : 3 5 : 

;i) SEQUENCE CHARACTERISTICS: 

(A) DENOTE: 1 : ' amine ac.:ds 
(EC TYPE: -dinir.o ana 
(C) S TRANDEPNESS : sin^b- 
( D ) T TPOLO TO : I i r.ea r 

(ii) MOLECULE TYPE: fep:iae 

(ix) FEATURE : 

(A) NAME / KEY: Modi f l ed- .-: 1 1 e 
(EC LOCATION: 1 

( 1 1 ) OTHER INFORMATION: /product- "position 1" 

/label- Xaa 

'note- "biotin-Phe, Phe or lodo-Phe" 

(ix) FEATUr E : 

( A ) NAME / RE Y : Mod lfied-^ite 
(E.) LXATION: 4 

CO OTHER I N FORMAT I IN : /prcdurt- "position 4" 

, label- Xaa 

, note- "Phe, lodo-Phe" 
(xi) SEQUENCE DESCRIPTION: SEC ID NO : : 6 : 

Xaa Pro His Xaa Asp Leu Ser His Oly Ser Ala Gin Val 

■i c. i n 
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